CBEJIEHUS
06 Oo(pUIMATEHOM OIIOHEHTe Auccepranuu Tanunosa O.A. Ha temy: «Ponp METHIIMPOBaHHSA I'€HOB mukpoPHK B mporaose u Jie4eHUH paka MOJIOYHOM

JeJie3bD», IPEICTABIEHHOM Ha COMCKAHME YUEHO! CTENICHH KaHMaTa MEIMIMHCKIX HayK 110 cnemmanbHocTh: 14.01.12 oHKoNOruUs

MecTto ocHOBHO#i padoThbl

Ton (c ykazaHHeM YueHas cTeneHb
damuins, YueHoe
POKIEHHS, OpraHHM3alHH, (mndp OcHoBHBIE padoThbI
UM, 0TYECTBO 3BaHHE
rpa’aaHcTBoO BeJIOMCTBA, rOPo/a, CNenHAILHOCTH)
J0JIKHOCTD)
1 2 3 4 S 6
CTpeIbHHKOB 1974, PO | moktop 6HONOrHYECKUX JlokTop Jowent | 1. Sigin V. O. Kalinkin A. I., Kuznetsova E.B.,
Simonova O. A., Chesnokova G. G., Litviakov N. V.
HayK, JJOLEHT, OHOJIOTHYECKHX ) ’ > . ’
Baamip y . Slonimskaya E. M., Tsyganov M. M., Ibragimova M.
BuxTopoBH4 SABCAGROTTILE Bays K., Volodin I. V., Vinogradov I. L, Vinogradov M. 1,
naboparopuei 03.02.07 Vinogradov I. Y., Kutsev S. L, Strelnikov V. V.,
SIHreHeTUKU [enerika Zaletaev D. V., Tanas A. S. DNA methylation markers
(benepaTsHOTO panel can improve prediction of response to
nep neoadjuvant chemotherapy in luminal B breast cancer
rocyiapCTBEHHOTO //Scientific Reports. — 2020. — T. 10. — 9239.

OIODKETHOTO HAY4YHOI'O
yupexaeHus «Menuko-
reHETUYECKUI Hay4HBIH
LIEHTp UMEHH aKaJeMHKa
H.IT. boukoBa».

Anpec:

115522, Mockga, yiI.
MockBopeube, oM |
Tenedon: +74996128607,
mgnc@med-gen.ru

https://doi.org/10.1038/s41598-020-66197-1

2. Marina V Nemtsova, Alexey I Kalinkin, Ekaterina B
Kuznetsova, Irina V Bure, Ekaterina A Alekseeva,
Igor I Bykov, Tatiana V Khorobrykh, Dmitry S
Mikhaylenko, Alexander S Tanas, Sergey | Kutsev,
Dmitry V Zaletaev, Vladimir V Strelnikov. Clinical
relevance of somatic mutations in main driver genes
detected in gastric cancer patients by next-generation
DNA sequencing //Scientific Reports. —2020. — T. 10.
—504. DOI: 10.1038/541598-020-57544-3

3. Simonova, O. A., Kuznetsova, E. B., Tanas, A. S.,
Rudenko, V. V., Poddubskaya, E. V., Kekeeva, T. V.,
Trotsenko, I. D., Larin, S. S., Kutsev, S. I, Zaletaev,
D. V., Nemtsova, M. V., Strelnikov, V. V. (2020).
Abnormal Hypermethylation of CpG Dinucleotides in
Promoter Regions of Matrix Metalloproteinases Genes
in Breast Cancer and Its Relation to Epigenomic




Subtypes and HER2 Overexpression //Biomedicines, ]
8(5), 116. DOL: 10.3390/biomedicines8050116

4. Tanas A.S., Sigin V.O.,, Kalinkin A 1L, Litviakov
N.V., Slonimskaya E.M., Ibragimova M.K., Ignatova
E.O., Simonova O.A., Kuznetsova E.B., Kekeeva
T.V., Larin S.S., Poddubskaya E.V., Trotsenko I.D.,
Rudenko V.V., Karandasheva K.O., Petrova K.D.,
Tsyganov M.M., Deryusheva L.V, Kazantseva P.V.,
Doroshenko A.V., Tarabanovskaya N.A., Chesnokova
G.G., Sekacheva M.1., Nemtsova M.V, Izhevskaya
V.L., Kutsev S.I., Zaletaev D.V., Strelnikov V.V.
Genome-wide methylotyping resolves breast cancer
epigenetic heterogeneity and suggests novel
therapeutic perspectives //Epigenomics. —2019. — T.11.
- Ne 6. — C. 605-617. DOL: 10.2217/epi-2018-0213

5. Strelnikov VV, Zaletaev DV. Evolution of cancer
DNA methylotyping //Epigenomics. 2019.—-T.11.-
Ne 8. — C. 857-859. DOL: 10.2217/epi-2019-0079

6. Marina V. Nemtsova, Viadimir V. Strelnikov,
Alexander S. Tanas, Igor L. Bykov, Dmitry V.
Zaletaev, Viktoria V. Rudenko, Alexander 1. Glukhov,
Tatiana V. Kchorobrich, Yi Li, George E. Barreto,
Gjumrakch Aliev. Implication of Gastric Cancer
Molecular Genetic Markers in Surgical Practice
//Current Genomics. — 2017. Nel8. — C. 408-415. DOL:
10.2174/13892029186661703291 10021

Coenacen Ha coop, 06pabomxy, xpanerue u nepeoauy MOuX NEPCOHANbHbIX OaHHbIX 8 OUCCEPMAYUOHHbLIL COBEM 11001.017.01 na 6ase ®I'BY «HMHIL]

onxonozuu um. H.H. Broxuna» Munszopasa Poccuu

Jloxtop GHONOrHYecKMX HayK, JOUCHT AT CrpenbHEKOB BraauMup BukropoBu4

IMoanuck AOKTOpa OMOIOrHYECKHX HAyK CrpenbHuKoBa B.B. «3a8
Vyénpiit cexpetaps ®IBHY «MTI'HL»,

KaHAMIAT MEIUIIMHCKUX HayK Boponuna ExarepuHa CepreeBHa




